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UNIPROT-ACCESSION GENE NAME

Q6IAV5 3-oxoacid CoA transferase 1

P06576 ATP synthase, H+ transporting, mitochondrial F1 complex, beta
polypeptide

P31150 GDP dissociation inhibitor 1

Q14847 LIM and SH3 protein 1

P46459 N-ethylmaleimide-sensitive factor

P28331 NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa (NADH-
coenzyme Q reductase)

P52565 Rho GDP dissociation inhibitor (GDI) alpha

015144 actin related protein 2/3 complex, subunit 2, 34kDa

P63261 actin, gamma 1

P02768 albumin

P05091 aldehyde dehydrogenase 2 family (mitochondrial)

P30038 aldehyde dehydrogenase 4 family, member Al

e a8 b b po (KEGG 2315 05 15 39290) (5959090 (S yawmno (51 &yl 51ui .2 2 ylowd Jou

Annotation Cluster

Enrichment Score 1.16 Count P Benjamini

KEGG_PATHWAY
KEGG_PATHWAY

Parkinson's disease 4 2.1E-2 3.2E-1
Alzheimer's disease

4.0E-2 4.2E-1

4
KEGG_PATHWAY Oxidative phosphorylation 3 1.2E-1 7.0E-1
3

KEGG_PATHWAY

Huntington's disease

2.1E-1 8.3E-1
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Annotation Cluster 1 Enrichment Score:2.65 Count P Benjamin
GOTERM_BP_FAT energy derivation by oxidation of organic compounds 5 4.5E-4 1.3E-1
GOTERM_BP_FAT oxidation reduction 8 8.9E-4 1.7E-1
GOTERM_BP_FAT cellular respiration 4 1.8E-3 2.0E-1
GOTERM_BP_FAT electron transport chain 3 3.3E-2 5.8E-1
Annotation Cluster 2 Enrichment Score: 2.47 Count P Benjamin
GOTERM_BP_FAT generation of precursor metabolites and energy 9 8.1E-7 5.0E-4
GOTERM_BP_FAT cellular carbohydrate catabolic process 4 1.2E-3 1.8E-1
GOTERM_BP_FAT carbohydrate catabolic process 4 2.5E-3 2.3E-1
GOTERM_BP_FAT glycolysis 3 6.2E-3 3.2E-1
GOTERM_BP_FAT glucose metabolic process 4 6.6E-3 3.1E-1
GOTERM_BP_FAT glucose catabolic process 3 9.3E-3 3.6E-1
GOTERM_BP_FAT hexose metabolic process 4 1.2E-2 4.2E-1
GOTERM_BP_FAT hexose catabolic process 3 1.3E-2 4.2E-1
GOTERM_BP_FAT monosaccharide catabolic process 3 14E-2 4.1E-1
GOTERM_BP_FAT alcohol catabolic process 3 1.8E-2 4.6E-1
GOTERM_BP_FAT monosaccharide metabolic process 4 1.8E-2 4.5E-1
Annotation Cluster 3 Enrichment Score: 2.1 Count P Benjamin
GOTERM_BP_FAT response to metal ion 4 4.1E-3 2.7E-1
GOTERM_BP_FAT response to calcium ion 3 8.4E-3 3.5E-1
GOTERM_BP_FAT response to inorganic substance 4 1.5E-2 4.2E-1
Annotation Cluster 4 Enrichment Score: 1.63 Count P Benjamin
GOTERM_BP_FAT response to organic cyclic substance 4 3.4E-3 2.6E-1
GOTERM_BP_FAT response to oxygen levels 4 5.2E-3 3.0E-1
GOTERM_BP_FAT response to organic substance 6 3.3E-2 5.9E-1
GOTERM_BP_FAT response to hypoxia 3 4.4E-2 6.6E-1
GOTERM_BP_FAT response to endogenous stimulus 3 2.7E-1 9.9E-1
Annotation Cluster 5 Enrichment Score: 1.05 Count P Benjamin
GOTERM_BP_FAT chemical homeostasis 5 3.8E-2 6.2E-1
GOTERM_BP_FAT cellular ion homeostasis 4 6.7E-2 8.0E-1
GOTERM_BP_FAT cellular chemical homeostasis 4 6.9E-2 8.0E-1
GOTERM_BP_FAT ion homeostasis 4 8.2E-2 8.3E-1
GOTERM_BP_FAT cellular homeostasis 4 1.1E-1 9.0E-1
GOTERM_BP_FAT homeostatic process 5 1.2E-1 9.1E-1
GOTERM_BP_FAT cellular cation homeostasis 3 1.3E-1 9.2E-1
GOTERM_BP_FAT cation homeostasis 3 1.6E-1 9.4E-1
Annotation Cluster 6 Enrichment Score: 0.96 Count P Benjamin
GOTERM_BP_FAT acute inflammatory response 3 2.5E-2 5.3E-1
GOTERM_BP_FAT response to wounding 4 1.5E-1 9.3E-1
GOTERM_BP_FAT inflammatory response 3 2.0E-1 9.7E-1
GOTERM_BP_FAT defense response 4 2.0E-1 9.7E-1
Annotation Cluster 7 Enrichment Score: 0.53 Count P Benjamin
GOTERM_BP_FAT oxidative phosphorylation 3 2.5E-2 5.3E-1
GOTERM_BP_FAT phosphorylation 3 6.1E-1 1.0EQ
GOTERM_BP_FAT phosphorus metabolic process 3 7.1E-1 1.0EQ
GOTERM_BP_FAT phosphate metabolic process 3 7.1E-1 1.0EQ
Annotation Cluster 8 Enrichment Score: 0.52 Count P Benjamin
GOTERM_BP_FAT macromolecular complex assembly 4 2.3E-1 9.8E-1
GOTERM_BP_FAT macromolecular complex subunit organization 4 2.6E-1 9.9E-1
GOTERM_BP_FAT protein complex biogenesis 3 3.6E-1 1.0EQ
GOTERM_BP_FAT protein complex assembly 3 3.6E-1 1.0EQ
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Annotation Cluster 1 Enrichment Score: 2.7 Count P Benjamin
GOTERM_CC _FAT mitochondrial part 10 2.3E-5 3.3E-3
GOTERM_CC_FAT mitochondrion 12 9.9E-5 7.1E-3
GOTERM_CC _FAT mitochondrial matrix 6 3.6E-4 1.7E-2
GOTERM_CC _FAT mitochondrial lumen 6 3.6E-4 1.7E-2
GOTERM_CC _FAT membrane-enclosed lumen 11 2.4E-2 1.6E-1
GOTERM_CC _FAT organelle lumen 10 5.2E-2 2.5E-1
GOTERM_CC FAT intracellular organelle lumen 7 3.6E-1 8.1E-1
Annotation Cluster 2 Enrichment Score: 2.42 Count P Benjamin
GOTERM_CC _FAT mitochondrial part 10 2.3E-5 3.3E-3
GOTERM_CC_FAT mitochondrion 12 9.9E-5 7.1E-3
GOTERM_CC _FAT mitochondrial inner membrane 6 1.4E-3 2.8E-2
GOTERM_CC _FAT organelle inner membrane 6 1.9E-3 2.4E-2
GOTERM_CC _FAT mitochondrial membrane 6 4.1E-3 4.5E-2
GOTERM_CC _FAT mitochondrial envelope 6 5.3E-3 5.3E-2
GOTERM_CC_FAT organelle envelope 6 2.6E-2 1.6E-1
GOTERM_CC_FAT envelope 6 2.6E-2 1.6E-1
GOTERM_CC _FAT mitochondrial membrane part 3 4.6E-2 2.3E-1
GOTERM_CC FAT organelle membrane 6 1.8E-1 5.8E-1
Annotation Cluster 3 Enrichment Score: 2.35 Count P Benjamin
GOTERM_CC_FAT cytoplasmic membrane-bounded vesicle 8 6.2E-4 2.2E-2
GOTERM_CC _FAT membrane-bounded vesicle 8 7.5E-4 1.8E-2
GOTERM_CC_FAT secretory granule 5 1.4E-3 2.5E-2
GOTERM_CC_FAT cytoplasmic vesicle 8 1.5E-3 2.2E-2
GOTERM_CC_FAT vesicle 8 2.0E-3 2.3E-2
GOTERM_CC _FAT extracellular space 7 9.9E-3 7.7E-2
GOTERM_CC_FAT extracellular region part 7 4.4E-2 2.3E-1
GOTERM_CC FAT extracellular region 9 1.7E-1 5.9E-1
Annotation Cluster 4 Enrichment Score: 1.98 Count P Benjamin
GOTERM_CC_FAT secretory granule 5 1.4E-3 2.5E-2
GOTERM_CC_FAT platelet alpha granule lumen 3 5.6E-3 5.2E-2
GOTERM_CC_FAT cytoplasmic membrane-bounded vesicle lumen 3 6.4E-3 5.6E-2
GOTERM_CC_FAT vesicle lumen 3 7.0E-3 5.8E-2
GOTERM_CC _FAT extracellular space 7 9.9E-3 7.7E-2
GOTERM_CC_FAT platelet alpha granule 3 1.0E-2 7.5E-2
GOTERM_CC_FAT extracellular region part 7 4.4E-2 2.3E-1
GOTERM_CC_FAT cytoplasmic vesicle part 3 9.3E-2 3.9E-1
Annotation Cluster 5 Enrichment Score: 1.53 Count P Benjamin
GOTERM_CC_FAT cell cortex 5 6.5E-4 1.9E-2
GOTERM_CC _FAT cell cortex part 4 1.5E-3 2.4E-2
GOTERM_CC_FAT cytoskeleton 9 3.0E-2 1.7E-1
GOTERM_CC _FAT actin cytoskeleton 4 3.7E-2 2.0E-1
GOTERM_CC_FAT cytoskeletal part 5 2.6E-1 7.1E-1
GOTERM_CC_FAT intracellular non-membrane-bounded organelle 10 2.7E-1 7.2E-1
GOTERM_CC FAT non-membrane-bounded organelle 10 2.7E-1 7.2E-1
Annotation Cluster 6 Enrichment Score: 0.27 Count P Benjamin
GOTERM_CC_FAT cell fraction 5 3.4E-1 8.0E-1
GOTERM_CC _FAT membrane fraction 3 6.6E-1 9.8E-1
GOTERM_CC _FAT insoluble fraction 3 6.8E-1 9.8E-1
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Annotation Cluste 1 Enrichment Score: 1.88 Count P Benjamin
GOTERM_MF_FAT cofactor binding 5 5.3E-3 3.8E-1
GOTERM_MF_FAT vitamin B6 binding 3 1.0E-2 4.6E-1
GOTERM_MF_FAT pyridoxal phosphate binding 3 1.0E-2 4.6E-1
GOTERM_MF_FAT vitamin binding 3 5.3E-2 8.5E-1
Annotation Cluste 2 Enrichment Score: 1.01 Count P Benjamin
GOTERM_MF_FAT serine-type endopeptidase activity 3 7.1E-2 8.9E-1
GOTERM_MF_FAT peptidase activity 5 7.9E-2 8.8E-1
GOTERM_MF_FAT endopeptidase activity 4 9.0E-2 8.8E-1
GOTERM_MF_FAT serine-type peptidase activity 3 9.1E-2 8.5E-1
GOTERM_MF_FAT serine hydrolase activity 3 9.3E-2 8.2E-1
GOTERM_MF_FAT  peptidase activity, acting on L-amino acid peptides 4 2.0E-1 9.3E-1
Annotation Cluste 3 Enrichment Score: 0.35 Count P Benjamin
GOTERM_MF_FAT ATPase activity, coupled 3 1.8E-1 9.2E-1
GOTERM_MF_FAT ATPase activity 3 2.5E-1 9.5E-1
GOTERM_MF_FAT nucleotide binding 9 3.0E-1 9.7E-1
GOTERM_MF_FAT purine ribonucleotide binding 7 4.3E-1 9.9E-1
GOTERM_MF_FAT ribonucleotide binding 7 4.3E-1 9.9E-1
GOTERM_MF_FAT purine nucleotide binding 7 4.7E-1 9.9E-1
GOTERM_MF_FAT ATP binding 5 6.2E-1 1.0EQ
GOTERM_MF_FAT adenyl ribonucleotide binding 5 6.3E-1 1.0EQ
GOTERM_MF_FAT adenyl nucleotide binding 5 6.7E-1 1.0EQ
GOTERM_MF_FAT purine nucleoside binding 5 6.9E-1 1.0EQ
GOTERM_MF FAT nucleoside binding 5 6.9E-1 1.0E0
Annotation Cluste 4 Enrichment Score: 0.09 Count P Benjamin
GOTERM_MF_FAT metal ion binding 11 7.9E-1 1.0EQ
GOTERM_MF_FAT cation binding 11 8.0E-1 1.0EQ
GOTERM_MF_FAT ion binding 11 8.2E-1 1.0EQ
GOTERM_MF FAT transition metal ion binding 7 8.4E-1 1.0E0

Jloy @l b aulie ) (Solite lo hl (oS
s b bawg pigp 39 wluwi ol 5l &S cusls
O 25 e85 I8 ol wld d)s o o) >
6o ine yob o o plo e o e (g
Orey gy J) odlitel b opign 10 59 widly yus
dy90 Sulign sl o3 C85 )8 a0l 5)5e O
o355 )l 4oL 5 gl oS oy iS5 )
OsST oz w2 5 Ole > ORI Ol o tde
€l b awolio 1) ol > (2 olie oyt
bl ol a ol dwlie .ol atsly oy
GFAD < 3l sl 5 ol s i 5 pugS il
b dualie )3 g S )l adato )3 VL oo )b
ol o8 wizash Hbl b o) cwl ale o8 s

9 oSl a5l g3 s plgn olo 3 (S

4@»

S5 Aol g SOy
Cge2 53 &S ()l sbo Byt 3929 b
sl 4By SaSam) A peailSe g
Sb dgae lis o dle) (pl > Sloy slad S,
S (JoSlo slo puslSo jiin calis cuwl sl

@l bty o plop (> g s jl 230 (5 e
o 4 cuadrado 2010 Jls > 5,5 ©jee
A3 a1y il 6 5a0 ps B 5k sl el
anl 3 1) Wdg odd Spe b cihe oS
2 553550 J5 3 oali ol by 331 gl o 51 38
ol (2la 3 pl a8 woly )13 aalllas 3)50 (gun
Sl g ale b anl ad gl ey iso
ol 3 Jolo gl 31 o Jlo sln o
oy Bl ) iy 132 45 ol i gy


https://sjimu.medilam.ac.ir/article-1-1195-fa.html

[ Downloaded from §jimu.medilam.ac.ir on 2025-12-22 ]

Ohes § ()1} waaia-olusl jézs eoBian WBT b (aduyl dSw emyilis cw)

3985 el 3l 5 Job o Sl S i
01d el Bl 4 535 Jb sl oS
5 oSl an 438> 3 o b5 ol o sl
B9y (o (oSl oo & @y b CogS ()50 )
w2 Rl Gl ool Wed (o o] Gl el oS
odel Cowd 4 SleMbl )3 o1 g 255 sla Jse
2 bies o ol ol sdalie Ll o diges
(88Q)ws ) eIl sy (LS, 5 cdly cuyss
thw » ase JWd 4 ol o 7y Clblsl den
ploxl 3T 4 dog b o conl a2 550 JoSha
oylans Jodo 50 ol gy dlwd (I sl Adgs ol
ool 03l )3 3290 Syels (slasilp ulul 3
2 &5 ol Sl &) tign ydS 8 GO
b ddgs ) o ol ol aSo sk 2l
5Pl gl p 0 &8 dten o gy Sl
b ojlo i M5 38 cla g 4 Gl (Jole
Gl sl yd g 95linnsST ygmdhyiund ((SIplie
)b I3y pled (gilmgen 9 Cledl 4
Ol goyp b daly 0 &5 b Jiaghy
b (9o (59) » SweSunl wS > b o ol
sy can (b yd as ol Ll 0 cwl 4B S a0
o W 5 05,5 12 KuaSasl 455 )
S s 4 cuns glo o5
G 0g)S & basye clo o Jel_i a5 Wl axsh
«—5—9, dmmediate early gene (¢>,Slas
(o i—is—l (ol ()l Sed o gy
(s ) (510,556 cpudilio ( Jobo S
b oxiny JUisl 0k S g cslo JUIS eply JUis)

o 3 Oy

(21).cosl 0392 pmmlisms (slo (359 (5 9 e
OF o2F @l P33 (5 Wl bl e
258 e i Cal g ey 5> 4Bl e
(soSasl) 320 355 o5 5| (bl (550 428 g2
ol g sl S8l Spe b S JSE 598 o)1
glianST )Lidd 5 jo (S5 05 Jon g Vo)
59559 4 (oSl b b je glinST cunl 04d 0
Cowd jl (ol Jole o 298 (o0 20 Al cutS
M Gl sl Cdglee Gen g jre L b
4 Caenl 31 2> UK ) 5 5w udyi Ll

51 eols sla odly addllas ol 53 3l dgng sl ous
aby 5l odlizel L o,Ken 4 cuadrado yislojl
poSon Ul 25 (o )3 Ul 359 DAVID
PoSon o (nlign b A8 (o0 SeS byl L
390 SeBan S 0g)S g 4 g e by aSw
5 eliws cad 1oyl Jgan . outd 13 adllae
B adlas 3y90 b (pBgn b b sl
3 0539 & wmd e ol |y Alie ) > an)S
sl 4,5 5 lolis 3y90 (golow ) b b))
SeeSu] aS b basye (S5odon slojrue (o)
23 o ol |y Sole ey 2 ojled Jyio (sillas
Blrer > 4 S 3 Je 50 b g S
A (G35 30 (s s sl ()lon b
NS pyd e WS oddm Side sl
(A Sl s ((SeS oSS (la p 3l
s Jsko > G ol pas 5 geilies] llus
dodio oS Jolite s sl Cunl 20 was
A &S oSl ds e 93y Wb BB jre cél
dewl dbgiye @90 3 0 by R S
950 odual ()g—dy) dm Al ye )3 g ¢ 358 00
el am Cdl 4 b ol catSiL Sl oS
5 Kol 415 b 395 (oo Sl (oS 3] o
vas Jobw 355 g (3enST l jae 8L Cugeg e
S dwgn 9 358 o 5P opdd lald )l
S el p3Y Jsho £ly (gl &S (g5l 4 dily
gl 3 ST o g >3 D) oo J35)
Shas 0gd oo dbn] Jokw slipl 5 Sles 4 sl
d8bes 3 P31 0)ls o 4 ol o atex o
o S gy e JL =8 > NS (g8 gie
sl cuwl 9 b e ol pas g olewdl clie )
sazme s onl g ogde 8 o)l 5 o5l 3L
sxe Bl (00 Slas g Sldle Oluls ccl 50
Rl & ol sl o pl o0 oS 25 (0
o (2)cc—ul pg—wse (Reperfusion injury)
Ol panilSe 2 bawsgs o y4 b 4 Sluls
S]] Loyl Sl o el el T
P e e Bl 3 o Sly 3 255 (0
B39 S i | (oS 5 (5980 5 (oS



https://sjimu.medilam.ac.ir/article-1-1195-fa.html

[ Downloaded from §jimu.medilam.ac.ir on 2025-12-22 ]

92 slaps «ogu d)laid (@53 Cunyy 2)9s

el (3ib)y eole alGilils (alc alas

STy ST glg—l g ol slo S, Wy
IS 298 (oo otmlin cnl p Ly 98 (0 Ol
yis ) cled e S 5l e &S e Solw]
g blis & 0 pb &S Cwl gHASgie LS 0
(P).ns8” oo Jae 03)lg (sl comnl 4 Gsly oo
ool g gy gl 4B D ojled Jpa
4w Al B ) S ams o L ]y JeSUge 5,Slas
o JsSlge sladShos ()i ot S )b I
«cofactor binding JoL s 5, 54 4 i
ATPase . serine-type endopeptidase activity
.cw! metal ion binding 4 activity, coupled

59555 5 jogl 9 eS| Loyl (jpST
ool sl 355 Lo LT aes sbom) s & oS

318 Wl (oo Jolo Sya a0l ) 15,5 g
o) e cel &S Wil (golge g lagyly S cus
4 235 b Joko sl 9 59,50 slee g b g
A2 ialS ) aise Sl 5)les ilg o
S5 5w loaw

Sty ab Lol jl a5y adllas )
Slidos S ye jlowl (gdwl ad) Ad)l wlid)l§
e (S pol—s ol i Sl [uSegBig
Sis iy 6)8en ofgn ! )3 & uin
20,5 o

References

1-Donnan GA, Fisher M, Macleod M,
Davis SM. Stroke. Lancet 2008;371:1612-
23.

2-Toole JF. Brain infarction: Pathophysi-
ology, clinical feature and management
cerebrovascular disorders. 5" ed. Philade-
Iphia, PA: Lippincott Williams & Wilkins;
1999.

3-Prabal D, Suash S, Hassan KM. Path-
ophysiologic mechanisms of acute ischemic
stroke: An overview with emphasis on ther-
apeutic significance beyond thrombolysis.
Pathophysiol 2010;17:197-218.

4-Durai PJ. Re-canalization in acute isch-
emic stroke: The strategies. Neurol India
2009;57:20-7.

S po SR S PO3 o cal aysd ol
alen 1 alBas cladlyg,y 4 & coul Jolw HLid
S ok g WD (oo Fl gl L
255 ke UM PO3 1] S o Sialon | Jols
@ STy )3 05l jo,S5 (gile Jlb ) (gl o latie
2 of o e Gl Joke o aslinst jLid
S SS9 b 5b cage g Mb (oo gead (5,0 gie
pldl pl g o (g)MS gie MBI clis > A8l
39559 4om )3 5 (oleadg pSIl ad (Blg)8 g
(22)-245 (oo Jsho
OLi VL slo s adgs b & 3k (lea
2 Jske jl (Folite slo oSl (sl (g b
P ey S 6 a5 Ly By aslnw .\»I).a
olis 4 o)les Joda > GO o5k adly Ll
P RS ek Gl i (5 ke A (o
(ol slis ()M ge Jold i T 4 (s)low
g JBcwl Jobo aw g (x5 slo JgilS
2 S8l (B ) AS gt sla gy oS Cuwl
Ol Caw (S cdl el aily asw .\.ul)s
Q@ cawl cel &S ol Sglie Wl dlge SLSU
9 95 (o ()ISgae 4 (i o g ok lis
@ 2y B b 4 o gl daome (b SiL
SSBy g JSite S oS w3l e b gl ()
B dles 15le SaSns) pte slo (gylos oy 5

o (45 by d5me 5,5 el (im0 S

5-Douglas L, Tayseer C, Hamid R. Lymp-
hocytes and ischemia-reperfusion injury.
Transplant Rev (Orlando) 2009;23:1-10.
6-Hakim A. Physiology and pathology of
cerebral ischemia. Rev Neurol (Paris) 1999;
155:631-7.

7-Tarkowski E, Rosengren L, Blomstrand
C, Jensen C, Ekholm S, Tarkowski A. Intr-
athecal expression of proteins regulating
apoptosis in acute stroke. Stroke 1999;30:
321-7.

8-Steven H, Robert W. Molecular pathop-
hysiology of stroke. Neuropsychophar-
macol 2009;5:132-9.

9-Air EL, Kissela BM. Diabetes, the met-
abolic syndrome, and ischemic stroke: epid-


https://sjimu.medilam.ac.ir/article-1-1195-fa.html

[ Downloaded from §jimu.medilam.ac.ir on 2025-12-22 ]

OhGss g () asySa-plwsl e eoiSg) ypcﬁ 0 oS AW EuilEs (w)p

emiology and possible mechanisms. Diabe-
tes Care 2007;30:3131-40.

10-Aebersold R, Mann M. Mass spectrum-
etry-based proteomics. Nature 2003;422:
198-207.

11-Pandey A, Mann M. Proteomics to study
genes and genomes. Nature 200;405:138-
42.

12-Manabe T. Analysis of complex pro-
tein-polypeptide systems for proteomic
studies. Chromatography 2003;787:29-41.
13-Colantonio D, Chan D. The clinical app-
llication of proteomics: Clinica Chimica
Acta 2005;357:151-8.

14-Cuadrado E, Rosell A. The proteome of
human brain after ischemic stroke. Neuro-
pathol Exp Neurol 2010;69:11-8.

15-Da WH, Brad TS, Richard A L. System-
atic and integrative analysis of large gene
lists using DAVID bioinformatics resour-
ces. Nature Protocols 2009;4:46-51.
16-Sherman BT. DAVID knowledgebase: a
gene-centered database integrating heterog-
eneous gene annotation resources to facil-
itate high-throughput gene functional anal-
ysis. BMC Bioinform 2007;8:426-32.

17-Dennis G. DAVID: database for anno-
tation, visualization, and integrated discov-
ery. Genome Biol 2003;4:53-9.

18-Hosack DA. Identifying biological the-
mes within lists of genes with EASE.
Genome Biol 2003;4:R70.

19-Huang DW. DAVID bioinformatics res-
ources: expanded annotation database and
novel algorithms to better extract biology
from large gene lists. Nucleic Acids Res
2007;35:W169-W75.

20-Huang DW. The DAVID gene funct-
ional classification tool: a novel biological
module-centric algorithm to functionally
analyze large gene lists. Genome Biol
2007b;8:R183.

21-Lu M, Williams A, Yao C, Berti R, Har-
tings J, Whipple R, Vahey M, et al. Micro-
array analysis of acute and delayed gene
expression profile in rats after focal isch-
emic brain injury and reperfusion. Neurosci
Res2004;77:843-57.

22-Leker RR, Aharonowiz M, Greig N-
H, Ovadia H. The role of p53-induced ap-
optosis in cerebral ischemia: effects of the
p53 inhibitor pifithrin alpha. Exp Neuro-
| 2004,187:478-86.


https://sjimu.medilam.ac.ir/article-1-1195-fa.html

92 slsps «oow o)lasd (@93 Cuuyy 0)gs

el (3ib)y eole alGilils (alc alas

[ Downloaded from §jimu.medilam.ac.ir on 2025-12-22 ]

> Investigation of Ischemic Stroke Mechanism
by Analyzing Human Brain Proteome
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Abstract

Introduction: Stroke is the third cause of
death in the world. Ischemic stroke can be
observed in the 85 to 90% of strokes. In the
condition, cerebral blood flow due to the
blockage of blood vessels is interrupted and
a very complex process, literally called the
cascade of ischemic, begins to occur at the
cellular and tissue level, which eventually
leads to tissue damage and the expression
of ischemic stroke. Approaches in this area
are weak and a further knowledge of the
molecular mechanisms contributing to more
effective diagnosis and treatment. Of the
valuable tools for the understanding of
molecular processes involved in ischemic
stroke is proteomics method that provides
us a snapshot of the proteins expressed at
the cellular or tissue level, and can give us
valuable information for the characteriza-
tion of its biological processes.

Materials & Methods: In this study, the
data from human brain proteome changes in
ischemic stroke using two-dimensional gel
electrophoresis and mass spectrometry were
analyzed by DAVID program. The lists of
genes with altered protein expression were
obtained from the article “the proteome of
human brain after ischemic stroke”.

Findings were analyzed by the DAVID bio-
informatics software. The association betw-

Accepted: 9 Aprl. 2013)

een ischemic stroke genes and other dise-
ases, stroke clustering of proteins based on
biological processes and intra cellular sites
and molecular functions of the genes was
performed via "GO" database.

Findings: Of 39 genes involved in ischemic
stroke, totally four biological pathways ch-
art were obtained which were associated
with central nervous system diseases such
as Parkinson, Alzheimer and Huntington.
Most of the proteins were located in
mitochondria and more significantly invol-
ved in the response to oxidative stress,
apoptosis and necrosis processes.

Discussion & Conclusion: The data from
two-dimensional gel electrophoresis-based
proteomics experiments are important for
understanding of the processes that occur
during ischemic stroke. Proteins identific-
ation may be used as treatment targets or as
biological markers for diagnostic and prog-
nostic purposes in the management of stro-
ke.

Keywords: Two-dimensional ectrophoresis,
Ischemicstroke, DAVID program, Proteo-
me
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